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Main Research Subjects

B 1. Functional analysis of cancer-related genes using
comprehensive expression analysis

m 2. Non-coding RNA analysis as a biomarker that
contributes to the tumor biology

B 3. Research on cancer genome profiling that affects FDG
accumulated data

Research Highlights

TP53 signature: Molecular back ground of TP53 signature in TCGA data.

Research for cancer biomarkers using omics data NV IVDE ORI

In order to establish biomarkers that will lead to precision medical treatment of ”"7'}"; e ,rm
cancer, we are investigating the correlation between gene expression profiles of .:LI E f‘w | '”"-

tumor tissues and clinical data (Assistant Professor Shigeo Yamaguchi). :“;fv"k? Ih ' w[;\\ : “
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1. TP53 signature B ————

TP53 signature is the gene expression profile set that predicts structural ”3%%%%“\-#-&—&
abnormalities of the tumor suppressor TP53. & 7 e ———

wow2 cnv Ouietion M Gain

Using TCGA data and our cohort data, we reported that TP53 signature can also
predicts the prognosis of early breast cancer patients more accurately than ¢ &
Oncotype Dx and Mammaprint.

In addition, we revealed that tumor tissues with a TP53 signature mutant
expression profile have molecular biological characteristics of high PD-L1 and
high TMB levels, which may be an index for predicting the effects of immune N

checkpoint inhibitors (Oncotarget. 2018 Feb 8;9(18):14193-14206). - K‘—

2. EGFR impact score

Using cohort data from a comprehensive expression analysis of early-stage lung
adenocarcinoma, we extracted the expression profile characteristic of EGFR
mutations and named it the EGFR impact score. The EGFR impact score i
indicates dependence on EGFR pahway, and at the same time, is useful for e
predicting the prognosis of early-stage lung cancer, and may be useful for e
predicting the susceptibility of EGFR TKIs to lung adenocarcinoma with EGFR ) i - _
gene mutation (Sci Rep. 2020 Apr 10; 10 (1): 6214). Red: EGFR structural mt, EGFR Impact Score High

EGFR impact score: RFS curves according to the EGFR structural status
and EGFR ia{npact status.

Blue: EGFR structural mt, EGFR Impact Score Low
Green: EGFR structural wt Sci Rep. 2020 Apr 10;10(1):6214
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